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Being a public health graduate, infectious
diseases have always been fascinating to me to
study, because pathogens are continually evolving
and emerging often unexpectedly. My curiosity for
research on infection diseases started when I was
working on for my undergraduate thesis; my focus
at that time was on therapy of pneumonia by
antibiotic treatment in a children’s hospital. From
this work on, my interests grew and for my
master’s degree 1 decided to focus on public
health and basic strategies for the prevention of
communicable diseases. Through both of my
undergraduate and graduate studies, I became
more and more interested in the molecular basis
of infectious diseases.

In 2015, T became a PhD student at the Division
of Parasitology of University of Miyazaki, which is
well known for nematode parasite research. By
joining the parasitology lab, a new world of

=&l T

parasites and their roles in infectious diseases was
opened up to me. My background taught me to
learn the impact of parasites on human health, but
I did not know how parasites would interact with
the host to establish and maintain their niche
there. Most of the nematode parasites live in our
intestine and interact with the gut microbiota at
least at one stage during their life cycle.
Composition of the microbial communities
nematodes interact with and their dynamic
changes have been found to play their roles in
different diseases such as autoimmune diseases
known as inflammatory bowel disorders. In my
current research I investigate changes in the gut
and faecal microbiota during infection of mouse
by the parasite Strongyloides venezuelensis, a
nematode parasitic in rodents and a well-
established model for the human parasitic
nematode, Strongyloides stercorails. Through my
investigation I found a characteristic changing
pattern of microbiota upon S. venezuelensis
infection. More interestingly, the change was likely
to predispose the conditions for inflammatory
bowel diseases.

Meanwhile, while performing the current
research I was inspired to participate in scientific
meetings of different societies such as SGMJ. By
attending the SGMJ meeting of 2018, I gathered
information about the bacteria of environmental
and clinical importance as well as other interesting
topics about viruses, bacterial genomics, new
methods, bioinformatic pipelines and the latest
research trends of microbiology in some famous
laboratories. The meeting also provided me with
precious chances to talk with other researchers
with various backgrounds. Indeed, it was a great
opportunity for my future career as a researcher.

Lastly, I would like to thank the organizers of
the SGMJ meeting of 2018 for providing me with
the childcare assistance to my four year old son,
so that I was able to join the meeting smoothly.

I look forward to participating in the next SGMJ
meeting. Thank you all.
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